RNA ligase and tail fiber protein attachment catalyst
deoxynucleoside monophosphate kinase
RuvC-like HollldayJunctlon resolvase

tail completion or Neck1 protein DNA polymérase exonuclease subunit
ta|l length tape measure protein ribonucleoside d|phosphate reductase small subunit Sir2 (NAD- dependent deacetylase)
virion structural protem anaerobic ribonucleotide reductase small subunit l nucleotide pyrophosphohydrolase
tall assemhly chaperone tail fiber assembly protein anaerobic rlbonucle05|de reductase large subunit TP-dependent DNA Ilgase
DNA methyltransferase “Virion structural protein baseplate wedge subunit HNH endonuclease DNA methyltransferase PhoH-like phosphate starvation-inducible HNH endonuclease
terminaseTIarge subunlt l tail fiber protein distal tail protein membrane protein RIIA lysis inhibitor ribonucleotide reductase endonuclease
minor head protein baseplate sﬁke taiITprotein baseplate protein HNH endonuclease  endolysin DNA primase/helicase virion structural protein ribonucleotide reductase large subunlt Ttransposase replication initiation protein
major head prote|n l baseplatghub tail fiber proteln—l tail fiber protein ATPase RIIB lysis inhibitor DNA polymerase DNA methyltransferasel thymidylate synthase exonuclease phosphoesterase Rz-like spanin
head decoration | tail sheath [ T| tail protein |central tail fiber J |tail fiber protein tail fiber protein tail protei ATPase | | helicase | DNA polymerase phosphatase transcriptional regulator ATP-dependent protease | unknown function | | | endolysin | ATPase  Rz-like spanin
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Bas57 1:135061(+)

HNH endonuclease m'dD-like anaerobic ribonucleotide reductase large subunit terminase large subunit
terminase large subunit HNH endonuclease | DNA polymerase anaerobic ribonucleoside reductase large subunit T endonuclease VII
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Bas56 1:135345(+)

HNH endonuclease
DNA methyltransferase DNA methyltransferase DNA polymerase endonuclease
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endonuclease

phosphatase HNH endonuclease
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DNA methyltransferase DNA methyltransferase
. .t ‘- - .-’/ """ [[_ [ [ §| [ | O | [ B [ I | — C Ll SN 5 5 00 N S s O D 0 D O [ W 1 (L |
Bas48 1:137623(+)

DNA methyltransferase DNA polymerase HNH endonuclease
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endolysin
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DNA methyltransferase endolysin virion structural protein_virion structural protein
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endolysin HNH endonuclease
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terminase large subunit DNA polymerase terminase large subunit
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endonuclease HNH endonuclease
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DprA-like DNA recomblnatlon mediator protein
PhoH like phosphate starvation-inducible
Ninl-like serine-threonine phosphatase
dTDP- {l dehydrorhamnose 3
DNA methyitransferase nucIeotide—st@ar epimerase
tail completion or Neck1 protein nucleotidyltransferase ribonucleotide reductase NrdA-like nucleotide-sugar epimerase exonuclease recombination-associated
tail length tape measure protein HNH endonuclease glycosyltransferase tRNA amidotransferase histidyl t NA synthetase l nicotinamide phosphoribosyl transferase

DNA methyltransferase colanic acid degradation DNA primase/helicase membrane protein ribonucleotide reductase peptidaseﬂsl\( famlly ribose-phosphate pyrophosphokinase
termlnase Iarge subunit virion structural protein tail fiber protein glycosyltransferase tellurite re5|stance hydrolaseh|stldylﬁliNA synthetase thloredoxin domain HNH endonuclease |hol-like chemotaxis HNH endonuclease

portal proteinminor head proteintail fiber pr r protein tail fiber protein lipoprotein l tail protein DNA polymerase | glycosyltransferase T phosphataseATPase l lISNA helicase ATPase endonuclease membrane protein DNAinvertase l l l l l thymidine kinasgl phosphoesterase l l Rz-like spanin
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Bas62 1:144831(+)
tail spike protein tail spike protein DNA polymerase | endonuclease DNA methyltransferase HNH endonuclease
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DNA helicase
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tail completion or Neck1 protein
tail length tape measure protein NrdD-like anaerobic ribonuclegtide reductase large subunit
l baseplate wedge subunit anaerobic ribonucleosidereductase large subunit
tail assembly chaperone dlhydrofolate reductase rlbose—phosphate pyrophosphokinase
ta|l assembly chaperone thym|dylaj§synthase deoxynucleoside monophosphate kinase polynucleoftide kinase
head maturitﬁnn protease baseplate protein transcr|pt|onal regulator unknown function
maJor h@g proteln baseplate spik HNH endonuclease MazG-like py@phosphatase RIIB lysis inhibitor
head prrotem y|r|on structural protein l tail fiber protein minor taﬂprotein NAD synthetase membrane protein R;-Iike spanin endolysin
tail protease l l l l baseplate hub l tail fiber iber protein DNA polymerase l exonucleaﬁl l membrane protein|  RIIA lysis inhibitor l l phosphatase tail protein  RNA-binding protein
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Bas63 1:87100(+)

tail completion or Neck1 protein QueD-like 6-pyruvoyl- tetrahydropterln synthase
tail IengthTtape measure protein radical SAM'c domam -containing protein
tail Iength tape measure protein DNA polymerase processwlty factor RusA-like HoIIldayJunctlon resolvase
head scaffoldlng protem l l Sak4-like ssDNA annealing protein
head-tail adaptor dl QueC-like queuosine biosynthesis l peptidase HslV family
terminase large subﬁnlt queuine tRNA—ribosyltran?elrase ATP- dependent DNA ligase GTP-binding domain terminase small subunit
major head protem l Cas4- doma|n exonuclease l HNH endonuclease

l m|norta|l proteln DNA polymerase QueE—‘ike ra ‘|caISAM domam dUTPase Jldglysid
portal protein  tailterminator | tail fiber protein GTP cyclohydrolase| DNAhelicase |RnaseH | | DNA primase | | Rolin |
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Bas24 1:60068(+)

tail fiber protein
Iipoproteinil tail fiber protein
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Bas21 1:56589(+)
tail protein
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Bas22 1:58567(+)
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Bas23 1:60090(+)

membrane protein
tail fiber protein HNH endonuclease
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Bas25 1:58342(+)

single strand Dl\ﬁbinding protein
Hoc-like head decoration L-glutamine-D-fructose-6-phosphate aminotransferase dUTPase endolysin
membrane protein tail fiber protein | RnaseH protease Rz-like spanin | holin
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Bas19 1:58073(+)

HNH endonuclease

tail fiber protein l pyrophosphatase
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Bas20 1:59834(+)
tail completionor Neck1 protein SbcD-like subunit of palindrome specific endonuclease
head maturation protease collar tail protein for L-shaped tail fibre attachment
base plate tall tube protein SbcC-like subunit of palindrome specific endonuclease
Ta|l assembly chaperone single strand DNA binding protein
tail assembly chaperone

‘ NAD-dependent DNA ligase endonuclease nicking abasic sites generated by host uracil glycosylase Ung

tail Iength tape measure protein NAD-depehdent DNA ligase Cor superinfection exclusion protein
terminase Iarge subun|t usA-like Holliday junction resolvase DnaB-like replicative helicase Sir2 (NAD-dependent deacetylase) anti-termination protein Q-like  deoxynucleoside monophosphate kinase receptor blnding tail protein
head-tail adaptor HNH endonuclease tralnsériptional regulator tRNA amidotransferase ATP—depehdent protease DNA blndlng protein
major head proteln "HNH endonuclease transdr|phonal regulator PhoH-like phosphate starvation-inducible HNH endonuclease l major head protein polynucleot|de kinase
endolhuclease straight fibre tail protein exonuclease DNA pr|mase DNA' b|nd|ng protein ta|l length tapemeasure protein  exonuclease| l DNA primase Rz-like span|n membrane proteﬁ
portal protem l l l distal tall protein dUTPgle DNA ponmerase repllcatlon origin b|nd|ng l l dihydrofolate reductase endolysin l HNH endonuclease endolysm membrane protein
l tzmprdteihtailterminator l central tail fiber J tail fiber protein l l A helicase l l hel£ase l homing endonuclease TRnE§e H l l lhpom)tein T Rz-like spanin | hoI|n phosphoesterase DNA transfer protein l l ‘terminase small subunit
| I S N S S S S N D A N S U S NN 00 e S I NS I EE N IS ImE e I B N N N N I | DN I I A N N

I S
Bas33 L111607(+)

endonuclease tail fiber protein
tail protein endonuclease tail protein
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Bas32 1:112239(+)

tail fiber protein tail fiber protein HNH endonuclease thioredoxin domain
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Bas31 1:113532(+)

collar tail protein for L-shaped tail fibre attachment
l tail fiber protein tail length tape measure protein HNH endonuclease Cor superinfection exclusion protein

o
T5 1:121750(+)

Sir2 (NAD-dependent deacetylase)
ribonucleotide reductase large subunit

endonuclease tail protein DNA polymerase endonuclease homing endonuclease HNH endonuclease holin
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Bas34 1:107080(+)

PnuC-like nicotinamide mononucleotide transport
nicotinamide-nucleotidegdenylyltransferase
HNH endonuclease
HNH endonuclease Rz-like spanin

tail fiber protein tail fiber protein tail fiber protein
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Bas26 1:114196(+)

membranre protein
tail fiber protein tail fiber protein HNH endonuclease peptidase HslV family Rz-like spanin HNH endonuclease
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Bas28 1:115446(+)

structural protein with Ig domain
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Bas29 1:110821(+)

endonuclease
endonuclease T phosphoesterase
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Bas30 1:114488(+)

tail fiber protein HNH endonuclease transcriptional regulator

I I — e
Bas27 1:114179(+)

nucleoside trlphosphate pyrophosphohydrolase

MotA-like activator of middle period transcription Mrh transcription modulator under heat shock SbcD-like subunit of palindrome specific endonuclease
Ndd-like nucleoid disruption protein Mrh transcription modulator under heat shock  SbcC-like subunit of pal|ndrom<§pe<:|f|c endonuclease
minor head protein inhibitor of protease FmdB-like transcrlptlonal regulator Dmd dlscrlmlnator of mRNA degradation baseplate wedge tail fiber protein connector
UvsY-like recombination mediator hinge connector of long tail fiber protein distal connector MotB-like transcr|pt|onal regulator beta- glucosyl -HMC-alpha-glucosyltransferase deoxynucleoside monophosphate kinase
baseTpIate hub subunit and tail length late promoter transcriptional regulator cef modifier of supressor tRNAs head vertex assemnyTchaperone starvation-inducible transcriptional regulator baseplate hub subunit and tail lysozyme
baseplate hub distal subunit RNA ligase and tail fiber protein attachment catalyst  long tail fiber protein proximal connectorDenB-like DNA endonuclease IV RNA polymerase ADP-ribosylase antitoxin from a toxin-antitoxin system valyl tRNA synthetase modifier l PAAR motfof membran proteins
head maturation protease baseplate wedge subunit single strand DNA bihding protein inhibitor of MrcBC restriction l RNA polymerase AlDP—ribdsyIase DNA polymerase processivity factor inhibitor of host Lon protease Tnternal V|r|on protein baseplate wedge subunit
Hoc-like head decoration l lAIt—Iike RNA polymerase ADP-ribosyltransferase inhibitor of host transcription l long tail fiber protein distaITsuburllt l DNA topoisomerase Il large subunit l l DnaB-like replicative helicase ribonucleotide reductase l membrane proteininternal V|r|on protem baseplate wedge subunit
head scaffolding protein hom|ng endonuclease ATP-dependent DNA ligase T l d|hydrofolate reductase outer membrane protein —r l l l Srd anti- 5|gma factor l l clamp loader of DNA polymerase unknown function unknown functlon internal V|r|on proteln terminase small subunit
head scaffoldmg protein unknown function head morphogene5|s h0m|ng endonuclease transcr|pt|0nal regulator per|plasm|c proteln unknown funct|on V|r|on structural protem clamp loader of DNA polymerase unknown function nucleot|dyltransferase unknown function unknown funct|on hom|ng endonuclease baseplate wedge subunit
terminase large subunlt DNA hélicase baseplate tail tube cap polynucleotlde kinase DNA hellcase loader DNA top0|somerase 1l unknown function decoy of host S|gma32 |mmun|ty to superlnfectlon unknown function unknown function  tail fiber chaperone L lhead -tail adaptor Ad2
maJor head protein baseplate hubl unknown function unknown function unknown function - unknown function  virion structural proteln thym|dylate synthase l unknown funct|on l unknown funct|onl DNA'end protec or baseplate wedge subun|t tail sheath stabilizer
portal proteml haseElate hub dCMP deam|nase unknown function tail fiber protein proximal subun|t unknown function ulrlkhol\nln function J l l Ll l spackle per|plasm|c l RNA polymerase binding endonuclease VII unknown funct|on endorlbonuclease '\M l headclosure tail collar fiber protein
tail tube major head protein l baseplate hub unknown function Rz-like spanln l unknown function tail fiber assemlalyunknown function l Dda I|ke helicase head protein l recombmase translation reprelssor RNA polymerase sigma factor ‘Unknown function helicase loader uhknown functlon RNA i ase baseplate wedge subunit fibritin neck whisker
tail sheath prohead l TRNAlgase DNA heli helicase l l Tl l tail tube l lesis inhibition endonuclease l ll lexlolrluclease lant| S|gma 'factor l l ll l RIIA lysis inhibitor exonuclease l l l l l l DNA primase l lT l A polymerTalsel l alpha-gldcosiyltranTsferase l l ulnkhdwlfuncfion l lysis irlhibition l l nudix hydrolase l l llta|| tube| baseplate wedge subunit l l head cllcﬁure Hc2
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Bas44 1:166773(+)

Hoc-like head decoration Hoc-like head decoration homing endonuclease tail fiber protein HNH endonuclease
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Bas39 1:169509(+)

Hoc-like head decoration homing endonuclease

I — . E—
Bas40 1:164714(+)

Hoc-like head decoration Hoc-like head decoration RIIA lysis inhibitor RIIA lysis inhibitor nucleotidyltransferase endonuclease V N-glycosylase UV repair enzyme
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HNH endonuclease homing endonuclease internal head protein
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Bas42 1:168255(+)

ribonucleotide reductase class la beta subunit

aerobic NDP reductase small subunit internal head protein
intron-like DNA endonuclease homing endonuclease HNH endonuclease internal virion protein
) )
_—-—ll-__l__--l I N SN NS 5 5 0 N N 0 ) . IS 0 IS S I I —--_-_l——_l_-_—-_—_—-l N 5 I NN S NN S S S SA 0 N 1 N N S S S S

——
Bas45 1:170053(+)

Ndd-like nucleoid disruption protein
homing endonuclease homing endonuclease anti-restriction nuclease Ndd-like nucleoid disruption protein virion structural protein homing endonuclease
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Bas38 1:167411(+)

thymidylate synthaseT thymidylate synthase
homing endonuclease long tail fiber protein distal subunit unknown function homing endonuclease homing endonuclease endolysin
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thymldylate synthase
homing endonuclease thym|dylate synthase
homing endonuclease
unknown function long tail fiber protein distal subunit DNA methyltransferase HNH endonuclease
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aerobic NDP red uctase small subunit
inhibitor of host transcription
inhibitor of host transcriptionTl l Libonucleotide reductase class la beta subunit unknown function
intron-like DNA endonuclease long tail fiber protein distal subunit unknown function | unknown function
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ribonucleotide reductase class la beta subunit
aerobic NDP reductase small subunit homing endonuclease
homing endonuclease intron-like DNA endonuclease homing endonuclease HNH endonuclease homing endonuclease RNA ligase RNA ligase homing endonuclease
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Hoc-like head decoration
Hoc-like head decoration

homing endonuclease thymidylatTe synthase
DNA hTeﬁcase homing endonuclease thym|dylate synthase long tail fiber protein distal subun|tDNA topoisomerase ||
homing endonuclease DNA helicase “Thoming endonuclease unknown function unknown function homing endonuclease homing endonuclease homing endonuclease homing endonuclease homing endonuclease
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Hoc-like head decorationv THoc-Iike head decoration RNA polymerase ADP-ribosylase internal head protein
Hoc-like head decoration DNA methyltransferase homing endonuclease unknown function unknown function unknown function
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ribonucleotide reductase class la beta subunit
aerobic NDP reductase small subunit FmdB-like transcr|pt|onal regulator
l thymldylate synthase DNA top0|somerase I} NrdD-like anaerobic ribonucleotide reductase large subunit
homing endonuclease homing endonuclease DNA metthransferase anaerobic ribonucleosidgeduetase large subunit
thym|dy|atTe synthase DNA topmsomerase 1l homing endonuclease Lﬂa-glucosyltransferase homing endonuclease homing endonuclease internal virion protein
homing endonuclease homing endonuclease homing endonuclease periplasmic protein || | | unknown function T homing endonuclease homing endonuclease | | | unknown function | internal virion protein |  unknown function homing endonuclease
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arabinose 5-phosphate isomerase
phosphoheptose isomerase inhibitor of host Lon protease
thymidylate kinase unknown function membrane protein internal virion protein
prohead phospho-2-dehydro-3-deoxyheptonate aldolase anti-restriction nuclease Mrh transcription modulator under heat shock T peptidase RNA polymerase binding l unknown function T helicase loader l internal head protein head closure
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Bas47 1:168968(+)

arabinose 5-phosphate isomerase

phosphoheptose isomerase inhibitor of host Lon protease
thymidylate kinasel unknown function internal virion protein
prohea phospho-2-dehydro-3-deoxyheptonate aldolase anti-restriction nuclease rh transcription modulator under heat shoc peptidase RNA polymerase binding un nown function helicase loader internal head protein oming endonuclease head closure
head hospho-2-dehydro-3-d heptonate aldol ti-restricti | Mrht iptil dulat der heat shock tid. RNA pol bindi ki functi heli load int | head protei homil d I head cl
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Bas46 1:169031(+)

tail length tape measure protein
tail completion or Nedkl protein
tail length tape measure protein
tail Iength tape measure protein
virion structural prote|n Erf-like ssDNA anneal|ng protein
head maturation protease membrane associated protein
terminase IaEe subunit transcriptional regulator

head morphogenesis l minor tail protein DNA methyltransferase
head cIosure Hcl ln|ndr tail protem l DNA repair exonuclease
major head protem l m|nor tail protem single strand D A binding protein Rz-like spanin
majlolrl tail proteln tail proteln exonuclease VI l DNA helicase terminase small subunit
tallterm|nator l l l Ttaﬂ protein l T l l DNA primase ()lirl —r HNH endonuclease
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Bas05 1:47775(+)

tail length tape measure protein
outer membrane protein
membrane associated proteinl l tail fiber protein polynucleotide kinase
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Bas04 1:51777(+)

tail length tape measure protein
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outer membrane protein polynucleotide kinase
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Bas10 1:49911(+)

tail length tape measure protein
outer membrane protein
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Bas09 1:51285(+)

transcriptional regulator
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Bas08 L1.50731(+)

tail length tape measure protein

———— —
Bas12 1:49298(+)

RNA-binding protein
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Bas13 1:50192(+)

tail length tape measure protein membrane associated protein

tail completionor Neckl protein outer membrane protein
virion structural protein virion structural protein l l tail fiber protein Rz-like spanin polynucleotide kinase
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DNA methyltransferase holin HNH endonuclease
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Bas02 1:47149(+)
head decoration head closure Hcl anti-repressor
tail fiber protein tail completion or Neck1 protein T tail fiber protein
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Gp2.5-like ssDNA binding proteln and ssDNA annealing protein
tail completion or Neck1 protein Lar-like restr|ct|on alleviation | protein
head scaffoﬂing protein DNA methyitransferase
head-tail adaptor Ad1 polynucleotide kinase l
head morphogeneSIStall Iength tape measure protein HNl-lendonucIease
major head protein endonuclease replicative helicase-primase
Rz- Il‘keTspanm l minor tail protein D I ligaseDN‘A ponmerase transposase endolysin
portal protein | tail terminator T tail fiber protein |DNA helicase | exonuclease| | holin | terminase
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Bas15 1:44550(+)

holin_holin head scaffolding protein
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RusA-like Holliday junction resolvase tail fiber protein
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tail fiber protein
tail fiber protein
tail proteirl

Bas17 1:43104(+)

NinB/ Orf homologous recombination mediator
NinG/ Rap DNA junction specific endonuclease
phosphoadenosine phosphosulfate reductase
Kil protein for bacterial septation inhibition
RecT-like ssDNA anhealing protein
Cll-like transcriptional activator

DNA packaging chaperone FI gam-like host nuclease inhibitor
head-tail adaptor Ad1 SieB supeTrlinfection exclusion
terminase large subumt RekBlllkeTexclusion protein
head closure Hcl DksA-like zinc- f|nger proteln l?en like exclusion protein
mlnor tall protein  Lom outer membrane protein restriction alleviation ral Bor-like outer membrane protein
head decoration “minor tail protein HNH endonuclease lunknowh function holin/anti-holin
meljor tail pl‘otein tail fiber protein excisionase  RexA-like exclusion protein Rz-like spanin
portal protein tail terminator tail fiber protein integrase| exonuclease | replication initiation O-like | || head protein
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Lambda 1:48502(+)

PmgG-like head morphogenesis released from the phage upon host infection DNA polymerase 11l theta subunit  TciB-like inhibition of cell division or resistance to colicin

PmgC-like head morphogenesis single strand DNA binding protein Lpa-like transcriptional activator baseplate hub subunlt and tall lysozyme

ParB-like partition protein tail fiber assembly protein DdrA-like anti-restriction protein Ref-like RecA filament endonuclease ngS like head morphogenesis DnaB- like repllcatlve helicase

ParA Iik?partition protein PmgB-like head morphogenesis lysis determining proTtein UmuD-like protein baseplate wedge subuni nucleoside triphosphate pyrophosphohydrolase

replication protein Hdf-like antirestriction tail fiber protein Phd-like antitoxin bTasepIate protein l l
tail tube prl)teln tail tube protein tail tube protein DNA invertase transposase pc;'tal protein Ulx-like anti-restriction HNH endonuclease ail protem l tellurlte reS|stance
replication helicase ant| -repressor baseplate r%tein tail fiber pr%teihl endolysm methyTltransferase Doc-like toxin glycosyltransferase ta| protein exonuclease recomb|nat|on associated
| | tailsheath anti-repressor | tailfiber protein | |holi [holin | DNA methyltransferase | transposase terminase | | || | [ T tail protein | | | DNA methyltransferaselipoprotein
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P1 1:94800(+)

baseplate assembly protein
baseplateWedge subunit
terminase small subunit
head-tafadaptor Ad1 Cox-like eXC|S|onase and repressor
head scaffolding plrcltein baseplate protein tail length tape measure proteln
Rz like span|n transcr|pt|onal regulator
baseplate hib l transcr|pt|onal regulator
terminase large subunittail terminato tail protein l
Rz-like spanin head closure tail protem
nicking at origin of replication ehdolysin ta|| fiber protein T l tail proteln
portal protein | holin[ ||| tail protein tail protein | ‘integrase replication initiation protein

r
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P2 1:33593(+)

superinfection exclusion
. T .
Hoc-like head decoration

tail length tape measure protein
tail sheath and receptor binding protein N4-like RNA polymerase
tail assembly protein Sak4-like ssDNA annealing protein membrane protei?
l E—Iikgspanin single strand DNAEnding protein Dda—Iil@helicase HNH endonuclease l l
V|r|on structural proteln endolysin  virion structural protein DNA polymerase dCTP deaminase RNA polymerase unknown function

term|nase large subunit ﬁartal proteih Tvirion structural protein exonuclease RIIB lysis inhibitor endonucleasel unknown funct|on
appendage l hqlinl major head protein virion RNA polymerase DNA prlmase l RIIA lysis inhibitor l I|poprote|n lunknown function
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N4 1:70153(+)

HNH endonuclease
DNA polymerase TD NA polymerase
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Bas69 1:70849(+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein internal virion protein with endolysin domain
host range and adsorpt|on protein
SAM-dependent methyltransferase Gp5.5-like host HNS inhibition internal virion protein

RNA polymerase inhibitor l major head protein
dGTPase inhibitor head-tail adaptor internal virion protein
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